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FIGURE 1 



1 catggaaatcfctgtgtttgtagGTGTGTGTCCACCGAGGCACCATCTACeCTGTGGGCCA 

61 GTTCTGGGAGGAGGCCTGTGACGTGTGCACCTGCACGGACTTGGAGGACTCTGTGATGGG 

121 CCTGCGTGTGGCCCAGTGCTCCCAGAAGCCCTGTGAGGACAACTGCCTGTCGHtaagggg 

181 agcagaggggctgggcactgcctggagcaggcaagggacacactgggggagtgggggttc 

241 tgggaaggggcaagagaccccttgagYaat ttctggt tcagggccagagatgaggggaag 

301 gagaggact (SEQ ID NO:l) 
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FIGURE 2 



Intron 42 Exon 43 

gaaaactfcatgtctacagGTGTGTGTCCACCGAAGCACCATCTACCCTGTGGGCCAGTTC HUMAN VWF 

mi in in i imiimiiimii iiiiiiiiiiiiiiiiiiiiiiini 

gaaatcttgtgtttgtagGTGTGTGTCCACCGAGGCACCATCTACCCTGTGGGCCAGTTC CANINE VWF 
TGGGAGGAGGGCTGCGATGTGTGCACCTGCACCGACATGGAGGATGCCGTGATGGGCCTC HUMAN VWF 

iiiiiiiin ill ii imiiiiiiim in iiiiiii i iiiiiiniii 

TGGGAGGAGGCCTGTGACGTGTGCACCTGCACGGACTTGGAGGACTCTGTGATGGGCCTG CANINE VWF 
CGCGTGGCCCAGTGCTCCCAGAAGCCCTGTGAGGACAGCTGTCGGTCGgtgagtggggc- HUMAN VWF 

II IIIIIMilillllllllllllMllllillili Mi I llllll 11 1 1 11 

CGTGTGGCCCAGTGCTCCCAGAA.GCCCTGTGAGGACAACTGCCTGTCGgtaaggggagca CANINE VWF 



Intron 43 



-aggggcfcgggca HUMAN VWF (SEQ ID NO: 10) 

Hnmnm 

gaggggctgggca CANINE VWF (SEQ ID NO: 11) 
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FIGURE 3. 
A 

FORWARD PRIMER 

5' CATGGAAATCTTGTGTTTGTAG 3' 
1 catggaaatcttgtgtttgtagGTGTGTGTCCACCGAGGCACCATCTACCCTGTGGGCCA 
61 GTTCTGGGAGGAGGCCTGTGACGTGTGCACCTGCACGGACTTGGAGGACTCTGTGATGGG 
121 CCTGCGTGTGGCCCAGTGCTCCCAGAAGCCCTGTGAGGACAACTGCCTGTCAHtaagggg 

3 ' TATTCCCC 

181 agcagaggggctgggcactgcctggagc 
TCGTCTCCCCGTCCCGT 5' 

REVERSE PRIMER 

B 



TaqX 

TGCCTGTCGATaagggg wild type PCR product- cuts with Taql 

TGCCTGTCAATaagggg mutant PCR product -does not cut with Taql 

EXON43 intron 43 
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FIGURE 5 



INTRON 6 

gatcccccctgcfcgctgctgtccagagaccctgggctctgcatgtcagggctcagtctgg 
6 1 gaagtaac t: ttzagtc tccagccac t tc fctgagcatgagt t caacat c fcg tgc 1 1 tgat gg 
121 atacactgttitiaatttgacaaatgttigacaagcacctacccggtgcctatgfcgatggagc 
181 ttccc tggt t fc tec tggegggge tggc tcfcccacggagccacattcaggagggc fec taa"E) 
241 |ccaacgcactgtcgagcj cagggctgcat:gggtgct:gtcct:cactgcct;ggcfct:ctcgttc 

EXON 7 

301 CtgcagGTCCTGTGGG^^^^^^^^CCTCAAGAGTGCCTCGGTGTTTGCCCGCTGC 
3 61 CACCCGCTGGTGGACCCTGAGCC£T£^TCGCX:CTGTG^ 

421 GTCCAGGGGATGGAGTGCCCTTGTGCGGTCCTCCTGGAGTACGCCCGGGCX^TGTGCCCAG 
481 C AGGGGATTGTCTTGTACGGCTGGACCGACCAGAGCGTCTGCCg t aag t c ag tggee c ac 
541 gctcccagctggggctgagtgctgtctgtcctggggtgtccccagggaagcccttgcfgct 
601 jgtgtcaccatcctggacct^t gccacaccccaactggccagtgcctacagggccgattgt 
661 gcctgggccacctgatcctgcaggaacgagaagccaggcagtgaggacagcacccatgca 
721 gccctggctcgacagtgcgttggattagtgccctcctgaatgtggctccgtggagagcca 
781 gccccgccaggaaaaccagggaagctccatcacataggcaccgggtaggtgcttgtcaac 
841 atttgtcaaatt.aaacagYtgtatccatcaaagGacagat:gttgaact.catgct:acaaga 
901 agtggctggagactaaagttacttcccagactgagccctgaacatgcagagcccagggtc: 
961 tctggacagcagcagcaggggggatc 



INTRON 7 
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300 bp ► 
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